1 AGCTCACAGCC 

1 2 ATGGnACCTTCAGCCACGTCTCCA6TCTGA6TCACTGGTTCCTCTTGCTGCTGCTGCTG 
1 HVTFSHVSSLSHWFILLILL 
72 AATCTGTTCTTGCCGGTAATAnTGCTATGCCTGAATCATACTCCTTCAACTGTCCCGAT 
21 N L F L P V I F AMPESYSFNCPO 
1 32 GGT6AATACCAGTCTAATGAT6TCTGTTGCAAGACCTGTCCCTC AGGTACATTT6TCAA6 
ilGEYQSHDVCCKTCPSGTFVK 
1 92 GCGCCCTGCAAAATCCCCCATACTCAAGGACAATGTGAGAAGT6TCACCCAGGAACATTC 
51APCXIPHTQGQCEKCHPGTF 
252 ACAGGGAAAGATAATGGCCTGCATGAnGTGAACTTTGCTCCACCTGTGATAAAGACCAG 
81TGKDHGLHDCELCSTCDK0Q 
31 2 AATATGGTGGCTGACTGTTCTGCCACCAGTGACCGGAAATGCGAGTGCCAAATAGGTCn 
101HMYA.0CSATS.DRKCECQIGL 
372 TACTACTATGACCCAAAATTTCCG6AATCATGCCGCCCAT6TACCAA6TGTCCCCAAGGA 
121YYY0PKFPESCRPCTKCPQG 
432 ATCCCTGTCCTCCA6GAAT6CAACTCCACAGCTAACACTGTGT6CAGTTCATCTGTTTCA 
141 IPVIQECHSTAMTVC S S S V S 
492 AATCCCAGAAACTGGCTGTTCCTACTGATGCTAAnGTCTTCTGTATCTGA 
161 NPRNVLFLLM LIVFC! * 
543 AGAAGATAAAGGnCTACAGATGGTGTCTGTAGCnCCTTTTAnGCTGTGAAGAGAA 
601 ACCATGGAGGCAACTCmCATmATTTTATTTmAATGTCnGAA^^^ 
661 ACCAGGCT6GACTCAAACTCACAGA6ATCC6GACTA66CACCTCTAATATAGGAAAACAT 
721 TGAATTGGGACTGGCnACAGTTTCAGAAGTTCTGTCCATGAnATCATAGTGCGAAGCA 
781 TGGAGGCACGGAGGCACACATGGTGCTGGAGAAGAAGCTGAGAGnCTGCATCnGATCT 
841 GCAAGCAATAAAAGGAGACTGTGTGCCACACTACACATA6CTTGAACATAGGAGACCTCA 
901 AAGCCTGTCCCCACA6TGACAAACTTCCTCCAACAA66TCATACCTCCTAATAATACCAT 
96 1 TTCnATSAGGCAAGCATTCAAACACATGAGTCTATG AGGGCCAAACCAATTCAAACCAC 
1 021 CACAGGnAACAAnGCCCTCTGCAGCTCTCTGGTGGAGGCCCTCCnGAGAGTAAGTAA 
1 081 CAAmAGATGAAGGCAAGTCCTGGTATCAGGTCCAAAAGAAACTCAGGATGAATGGTCC 
1 141 ACTGTSGTTCCTAnAACATACTGAAGAACATGACCTCACCTTAGACnCTCCACCTCAC 
1 201 TGfiCnCCmCCCCTAGCTTCTCATOCCAGGTAACCCTGCCATTTTTTGfiTAATGTGC 
1 261 cninTGGTTCnCCTCTCCTnCCCCCTCTCnCTGGTCCTTArrrCTCnCCTCTCCC 
1 321 ACTCTCCACCAGCCGCCTCnAAGGCCTGAGTCAGTCTGCAGGCCATGTnAATCTACTA 
1 381 cmCTCTCTGCTCTGGACTCATCCAGATGTCTCTGGCTGAGCTCTCCCTCCTATCTACA 
1 Ul ATAAAACCnCCCCCTAACCAGAAATGGAAC AGnnGTCCTCACTTTGTACATCTGGTG 
1501 CCTGAAACC 



7F4 aPOGEY — QSNDVC eKTGPSGTFVKAPCK IPHTQGQCEKCHPGI FTGKDNGLHOCEtCS 60 
mTNFR CPGGKYVHSKNNSIC OTKCHKGIYLVSDGP SPGRDTVeRECEKGI FTASGNYLRQCLSCK 60 

m ICDKD—QNMVAOeS ATSDRKOEC — QIG LYYYOPKFPESCRPC TKCPQGIPVLQECNS 120 
mTNFR ICRKEMSQVEISPCQ ADKOTVCGCKENSFQ RYLSETHFQ— CVDC SPCFM6TVTIP-0KE 120 
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Fig. 6 
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